
New Genome Data/Functional Analysis

Three new whole genome assembly and annotation 
data contributed by CRI-CAAS, China (Peng et al. 
2022):

G. hirsutum (AD1) ‘TX1000’ genome CRI_v1

G. ekmanianum (AD6) 'AD602' genome CRI_v1

G. stephensii (AD7) 'AD701' genome CRI_v1

CottonGen Functional Analysis (InterProScan and
KEGG, Protein Homologies, Cottongen Marker and
RefTran Alignments, etc.) added to the genome:

G. arboreum (A2) 'SXY1' genome HAU_v2 (Wang et al., 
2022)

Other New Data & Tools

• 4500 phenotype scores of 16 traits collected on
the 215 germplasm from four different locations
and two years from CRI-CAAS, China.

• 435 new or add in new primer/sequence data to
markers, most are type of REMAP markers and
rests are SNP, RT, SRAP markers.

• Ortholog page embedded into gene/mRNA page.

• MegaSearch updated to allow searching records
with empty fields.

• New Trait page and 'Search Trait' available.

• More tutorial videos are available: How to search
cotton markers using MegaSearch and How to
view genomes linked to genetic maps. See the
Manual page or go to our Youtube channel.

Welcome to the 2nd issue of the CottonGen newsletter in 2023. This newsletter is issued to
inform users about new or updated data and tools in CottonGen. In addition to new and
updated data, each issue will provide more information on data or tools on the featured
tools/data section.
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https://www.pnas.org/doi/full/10.1073/pnas.2208496119
https://www.cottongen.org/species/Gossypium_hirsutum/AD1_TX1000
https://www.cottongen.org/species/Gossypium_ekmanianum/AD6_CRI
https://www.cottongen.org/species/Gossypium_stephensii/AD7_CRI
https://www.cottongen.org/species/Gossypium_arboreum/A2_HAU.v2
https://www.nature.com/articles/s41588-022-01237-2
https://www.cottongen.org/node/13353130
https://www.cottongen.org/tripal_megasearch
https://www.cottongen.org/find/trait
https://www.cottongen.org/node/13353084
https://www.cottongen.org/node/13353084
https://www.cottongen.org/userManual/videos
https://www.youtube.com/channel/UC0S8SqxuMpfScejyE-VCtxA/videos
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Join the CottonGen Mailing 
List and follow us on Twitter

Funded by:
Cotton Inc.; USDA-ARS; Bayer CS; CORTEVA;
USDA National Research Project (NRSP10)

Featured Data and Tools

Search Marker Near by QTL

Did you know? 
You can search for markers near by a QTL of your interest? For example, you can search markers that are near a QTL 
of bacterial blight resistance (qBBR) within certain genetic distance. 

Using ‘Search 
Trait’ to find QTL 

label which 
equals:

q + the trait’s 
abbreviation 

name

Select tab ‘Nearby QTL’ from ‘Search 
Markers’, fill in ‘QTL’ label and a 

‘Distance’ means any markers within 
the given distance from the QTL will 
be included in your search results.

https://www.cottongen.org/user/register
https://twitter.com/CottonGen_news

