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Welcome to the 3rd issue of the CottonGen newsletter in 2022. This newsletter is issued to
inform users about new or updated data and tools in CottonGen. In addition to new and
updated data, each issue will provide more information on data or tools on the featured
tool/data section.

New Genome Data

Data from three whole genome assemblies:

G. tomentosum (AD3) genome HAU vl (Shen 2021)
G. anomalum (B1) genome JAAS v1.2 al.1(Xu 2022)
G. herbaceum (A1) 'Wagad' genome USDA _v1 (in press)

New Functional Analysis

CottonGen Functional Analysis (InterProScan and
KEGG), Protein Homologies, Cottongen Marker and
RefTran Alignments, and so on) added to the
below genomes:

G. thurberi(D1-5) genome CRI_v1 (Yang 2021)

G. hirsutum (AD1) 'NDM8' genome HEAU v1 (Ma 2021)
G. barbadense (AD2) 'P90' genome HEAU vi1 (Ma 2021)

Access or download genome data from Synteny
Viewer, Data Download, or from the individual
genome pages listed at above.

Other New Data

* CottonSNP63K array used to identify 17,441
polymorphic markers in a panel of 114
diverse Pee Dee genotypes. (Billings 2022)

* Fiber quality, yield, and verticillium wilt
disease severity data screened on 100 early
varieties and 100 modern varieties
phenotype data (Ma 2021)

* Yield component and fiber quality QTLs and
genetic map (Kumar 2019)

* Germplasm, pedigrees from USDA Cotton
Collection and publications

e Structured vocabularies for some new trait
and trait descriptors

Access and download CottonSNP63K-PD Genotype
data via Genotype Search (search results on page 2)

Data Contributors

Data Overview
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Data Download

Please note, other data can be downloaded through the

* Whole Genomes Sequence Data (FASTAor GE  Community Archives

From original genome sequencing project:  Community Projects
From CottonGen: functional annotations, f  Cotton Trait Ontology
Click to veiw and download data of:

iscript alignments

Nomenclatures
= Diploid genomes Links to Variety Testing Data

= Diploid genome A & D5 #*!“?  Links to NCBI SRA Datasets

= All D genomes except D5 /25 view varcsce

= Other diploid genomes /35! update
= Tetraploid genomes
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= G. hirsutum (AD1): TM-1 | ZM24 | NDM8 | B713 | Bar32 /ast update 0421722

= G. barbadense (AD2): 3-79 | Hai-7124 | Pima90 & Other Tetraploids '3t vpdate 07/0222
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https://www.cottongen.org/species/Gossypium_tomentosum/HAU-AD3_v1
https://doi.org/10.1016/j.ygeno.2021.04.036
https://www.cottongen.org/species/Gossypium_anomalum/B1_JAAS_v1.2
https://www.sciencedirect.com/science/article/pii/S2590346222001055
https://www.cottongen.org/species/Gossypium_herbaceum/A1_USDA
https://www.cottongen.org/species/Gossypium_thurberi/CRI_D1-5
https://bmcbiol.biomedcentral.com/articles/10.1186/s12915-021-01041-0#Sec14
https://www.cottongen.org/species/Gossypium_hirsutum/HEAU_NDM8
https://www.nature.com/articles/s41588-021-00910-2
https://www.cottongen.org/species/Gossypium_barbadense/HEAU_P90
https://www.nature.com/articles/s41588-021-00910-2
https://doi.org/10.1093/g3journal/jkab145
https://www.nature.com/articles/s41588-021-00910-2
https://dx.doi.org/10.1007/s10681-018-2326-9
https://www.cottongen.org/synview/search
https://www.cottongen.org/data/download
https://www.cottongen.org/find/snp/genotype
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Results of Genotype Search IXII’IIk to downlo.ad Link to .download
results as file Polymorphic results only

55733 records were returned Download Table | Table (Polymorphic)

# Array ID Marker Location Allele Line F Line FJA Line FTA PD 2165-65 PD 2165-77

1 i21830Gh USDA_CFB4521 A01:16101..16188 GIT - - - - -

2 i17382Gh CSIRO_D5chr10_61514109 A01:16874..17074 AG G G G G G

3 i35736Gh TAMU_GH_TBh007G10f34 A01:39179..39262 AG R R R R R

4 166691Ga TAMU_Arm_004996 A01:58953..59053 AIG G G G G G

5 166854Ga TAMU_Arm_014454 A01:64293..64393 AG G G G G G

6 i20730Gh USDA_CFB0732 A01:125962..126051 TIC C (0] (0] C C

78 148914Gh TAMU_GH_TBh086D20r342 A01:126504..126604 T/IC C C C C C

8 i166587Ga TAMU_Arm_077711 A01:131345..131445 AIG G G G G G

(o] 708N TANMIL Arm NDE2A2 AN4-160000 450000 TIiC AV4 A4 A4 .7 £

MegaSearch verticillium wilt QTLs

Tripal MegaSearch

Tripal MegaSearch is a tool for downloading biological data. (Current limit per download: 1,000,000 records. 200,000 FASTA sequences.)
Video tutorial: 2020 presentation | 2021 tutorial (Gene/Transcript) | 2022 tutorial (QTL,\

Select a data type to start building your own query and download data in bulk: . .
Refer to the short video tutorial for more

Datalype | QTL ¥ Reset about how to use MegaSearch QTL

7,009 QTL. Note: actual rows in downloaded file depend on the selected fields.

Query Downloadable Fields
Type QTL v Clear  Refresh Count OJ All Fields View | | CSV | TSV
Organism QTL Name
Any £ Trait Name
Gossypium anomalum [ Organism
Gossypium arboreum
Gossypium arboreum x herbaceum Type
Published Symbol
Trait
LOD
Trait Category \ biotic stress trait v R2
Trait Name contains v | verticillium O Category
Map
a oo c .
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https://www.cottongen.org/user/register
https://twitter.com/CottonGen_news
https://www.cottongen.org/tripal_megasearch

