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Welcome to the 2nd issue of the CottonGen newsletter in 2024. This newsletter is issued to
inform users about new or updated data and tools in CottonGen. In addition to new and
updated data, each issue will provide more information on data or tools in the featured

tools/data section.

What’s New in CottonGen?

Short video tutorial
* How to find a marker associated with a trait. (2:30mins)

* Downloading markers from a map region. (2:12mins)

New Genome Data/Functional Analysis

New whole genomes and predicted genes available with

CottonGen Functional Analysis (InterProScan, Protein,

Homologies, and Synteny Analysis) added to the genome of:

* Gossypium hirsutum (AD1) 'YM11' genome XAAS vl
(Wang et al, 2024)

* Gossypium barbadense (AD2) 'Gb_M210936' genome
HAU v1 (Wang et al., 2023)

* Gossypium _hirsutum (AD1) 'HPF17' genome ZJU vl
(Cheng et al. 2023)

Other New or updated Data
* 3641 missing primers were added to the 8704_NAU-
SSR_dataset
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CottonCyc updates

Five wild species (2 tetraploids and 3 diploids)
added and G.hirsutum Cyc updated in CottonCyc:

e Gossypium _hirsutum (AD1) 'TM-1' genome
UTX v2.1 (Chen etal., 2020)

e Gossypium ekmanianum (AD6) 'AD602' genome
CRI vl (Peng et al., 2022)

e Gossypium stephensii (AD7) 'AD701' genome
CRI vl (Peng et al., 2022)

e Gossypium anomalum (B1) B1 genome HAU v1
(Wang et al., 2022)

e Gossypium stocksii (E1) E1 genome HAU v1
(Wang et al., 2022)

*  Gossypium bickii (G1) G1 genome JZU v1 (Sheng
et at., 2022)
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f Genotype Searches

Search SNP Genotype can be accessed through the
Search menu in the header. The page opens with
SNP as the default tab followed by the SSR tab.
Users can search SNP genotype data by dataset
name, marker name, germplasm name, and/or

\_ species. Y,

bp
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https://www.youtube.com/watch?v=KyLpbFqSy0I
https://youtu.be/la3F-hUrvQ8
https://www.cottongen.org/species/Gossypium_hirsutum/AD1_YM11
https://www.sciencedirect.com/science/article/pii/S0981942823007179?via%3Dihub
https://www.cottongen.org/species/Gossypium_barbadense/HAU-M210936
https://www.sciencedirect.com/science/article/pii/S2090123223000371
https://www.cottongen.org/species/Gossypium_hirsutum/ZJU-HPF17_AD1
https://doi.org/10.1016/j.jare.2023.03.006
http://ptools.cottongen.org/
https://www.cottongen.org/species/Gossypium_hirsutum/UTX-TM1_v2.1
http://www.nature.com/articles/s41588-020-0614-5
https://www.cottongen.org/species/Gossypium_ekmanianum/AD6_CRI
https://www.pnas.org/doi/full/10.1073/pnas.2208496119
https://www.cottongen.org/species/Gossypium_stephensii/AD7_CRI
https://www.pnas.org/doi/full/10.1073/pnas.2208496119
https://www.cottongen.org/species/Gossypium_anomalum/B1_HAU
https://www.nature.com/articles/s41588-022-01237-2#Sec34
https://www.cottongen.org/species/Gossypium_stocksii/E1_HAU
https://www.nature.com/articles/s41588-022-01237-2#Sec34
https://www.cottongen.org/species/Gossypium_bickii/G1_ZJU
https://dx.doi.org/10.1016/j.xplc.2022.100421
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Genotype Searches - continue
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63056 records were returned Download Table | Table (Polymorphic)
a0 Acala Deltapine Deltapine Deltapine
1517 Deltapine 90 9% % Dixie
# AmayID  Marker Location Allele 379 (;:m , (ow o (W-081,  (IW-160,  (W-349, Triumph
Mexico) Wilson) ~ Wilson)  Wilson)
21 48454Gh  TAMU_GH_TBr313P07M30  A01:629120.629220 TIC T T c c c c c T
22 169889GI TAMU_GI_136482 A01:632498..632598 AG G G G G G G G G
23 i66594Ga  TAMU_Am_077986 AO1640507.640697 TIC T T T T T T T T
24  i55260Gb TAMU_Gb379_018552 AD1:654876..654976 AG G A A A A A A A
25 153303Gb  TAMU_Gb379_016834 AO1700406.7006506 TIC C T T T T T T T
26 i65543Gm TAMU_Mus_018545 A01:724719..724819 AG G G G G G G G G
27 149493Gh  DOW_DASCOT_1_1 AOITTSA12.775496 AG G A A A A A A A
28 i54060Gb TAMU_Gb379_003814 A01:787475..787575 AIC Cc A A A A A A A
20 153206Gb  TAMU_Gb379_016741 A01824208.824398 AC C A A A A A A A
30 i69097GI TAMU_GI_035680 A01:831339..831439 TIC T 3 7 B T T T T T
31 I54788Gb  TAMU_Gb379_012367 AO1871646.871746 TIC C T 1 T T T T T
32 iB1B76Gt TAMU_Tom_018348 A01:901179..901279 AG G G G G G G G G
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https://www.cottongen.org/user/register
https://twitter.com/CottonGen_news

